Sequence Comparison B 



RESULT 15 
AAY01530 

ID AAY01530 standard; Protein; 722 AA. 
XX 

AC AAY01530; 
XX 

DT 16-JUN-1999 (first entry) 
XX 

DE Amino acid sequence of murine KCNQ2 / KvLRl . 
XX 

KW KCNQ protein; nervous system- specif ic potassium channel; 

KW neuronal excitability; neurotransmitter release; KCNQ modulator; 

KW ataxia; myokymia; seizure; Alzheimer's disease; Parkinson's disease; 

KW age -associated memory loss; learning deficiency; motor neuron disease; 

KW epilepsy; stroke. 

XX 

OS Mus sp. 
XX 

PN WO9907832-A1 . 
XX 

PD 18-FEB-1999. 
XX 

PF 26-JUN-1998; 98WO-US13276 . 
XX 

PR 12-AUG-1997; 97US-0055599 . 
XX 

PA (BRIM ) BRISTOL-MYERS SQUIBB CO. 
XX 

PI Blanar MA, Dworetzky S, Gribkoff VK, Levesque PC; 

PI Little WA, Neubauer MG, Yang W; 

XX 

DR WPI; 1999-190047/16. 

DR N-PSDB; AAX26588. 
XX 

PT New potassium channels, KCNQ2 and KCNQ3 - may be involved in 

PT neurotransmission and neuroprotection, used to treat, e.g. ataxia 

XX 

PS Claim 4; Fig 10A-D; 64pp; English, 
XX 

CC The present sequence represents murine KCNQ2/KvLRl . KCNQ proteins are 

CC nervous system-specific potassium channels. In neurons, potassium 

CC channels regulate neuronal excitability, action potential shape 

CC and firing pattern, and neurotransmitter release. KCNQ modulators 

CC may be used to treat disorders such as ataxia, myokymia, seizures, 

CC Alzheimer's disease, Parkinson's disease, age-associated memory 

CC loss, learning deficiencies, motor neuron diseases, epilepsy, and 

CC stroke . 
XX 

SQ Sequence 722 AA; 

Query Match 39.5%; Score 1813; DB 20; Length 722; 

Best Local Similarity 55.5%; Pred. No. 2e-152; 

393; Conservative 72; Mismatches 153; Indels 90; Gaps 

kARGDGL LLLGTRAATLGGGGGG LRE S RRGKQG ARMS LLG KP LS YT S S Q S CRRNVK YRR V 7 6 
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3TRDGALLIAGS EAPK RGSVLSKPRTGGAGA GKP PKRNAFYRKL 77 



ihmmmmmiMimi ihmim h i = i in i n 

QNFLYNVLERPRGWAFIYKAYVFLLVFSCLVLSVFSTIKEYEKSSEGALYILEIVTIV 1 

GLEFIIRIWSAGCCCRYRGWQGRLRFARKPFCVIDTIVLIASIAWSAKTQGNIFATSJ 

M: '-\ I 1 = 1 I III II I I I'M hi I II INI I I :||lllllh:| = 11 I = f f I I 
GVE YF VRI W AAGCC CRYRGWRGRLKFARKP F CV I D I MVLI AS I AVLAAG SQGNVFAT S J 

RSLRFLQ I LRMVRMDRRGGTWKLLGS WYAHS KEL I TAWYI GFLVL I FS S FLVYLVEKI 
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198 RSLRFLQILRMIRMDRRGGTWKLLGSVVYAHSKELVTAWYIGFLCLILASFLVYLAEKGE 257 

257 NKEFSTYADALWWGTITLTTIGYGDKTPLTWLGRLLSAGFALLGISFFALPAGILGSGFA 316 

I I MINIMI IMIMIMM I II I I I | : f | | : | : | | M I I I I I I I I I I I 

258 NDH FDTYADALWWG L I TLTT IG YGD K Y PQTWNGRLLAATFTL I G VS F F AL PAG I LG S G FA 317 

317 LKVQEQHRQKHFEKRRNPAANLI QCVWRS YAAD EKSVSIATWK- -PH 361 

Ml I MM MM MINIM III || | | : |::|:: :: | 

318 LKVQEQHRQKHFEKRRNPAAGLIQSAWRFYATNLSRTDLHSTWQYYERTVTVPMYRLIPP 377 

362 LKALHTCSPTKKEQG EAS S S QKL S F KER VRMAS PRGQ S I KS RQAS VGD - - R 410 

II I ' I II INN Nil Mill = I : : | 

378 LNQLELLRNLKSKSGLTFRKEPQPEPSPSQKVSLKDRV-FSSPRGMAAKGKGSPQAQTVR 436 

411 RSPSTDITAEGSPTKVQKSWSFNDRTRFRPSLRLKSSQPKPVIDADTALGTDDVYDEKGC 470 

MM I INN INN INI I = 1 = 1 = * i MINI 

437 RS PS ADQS LDDS PS KVPKS WS FGDRSRTRQAFR I KGAAS RQNS EAS LP- GED I VEDNKS C 495 
4 71 QCDVSVEDLTPPLKTVIRAIRIMKFHVAKRKFKETLRPYDVKDVIEQYSAGHLDMLCRIK 530 

N Mill N UN MM NINNNINNI INNNNINN IN 

496 NCEFVTEDLTPGLKVSIRAVCVMRFLVSKRKFKESLRPYDVMDVIEQYSAGHLDMLSRIK 555 
531 SLQTRVDQILGKGQITSDKKSREKITAEHETTDDLSMLGRWKVEKQVQSIESKLDCLLD 590 

cc I INN UN hi Mill II I M 11 = 11= I hi III N 

556 S LQ S R VDQ I VGRG PT I TD - KD RTKG PAETE L PED P S MMGRLG KVE KQ VL S ME KKLD F L VS 614 
591 IYQQVLRKGSASALALASFQIPPFEC EQTSDYQSPVDSKDLSGSAQNSGC- 640 

HI II INI I I II INI I II 

615 IYTQ--RMG IPPAETEAYFGAKEPEPAPPYHSPEDSRD HADKHGCI 658 

641 --LSRSTSANISRGLQFILTPNEFSAQTFYALSPTMHSQATQVPISQS 686 

: INN : | || | : | | | | 

659 IKIVRSTSS TGQRNYAAPPAI - - PPAQCPPSTS 689 



